The organoantimony(V) derivatives have attracted considerable attention due to the significant antimicrobial properties as well as antitumor activities recently. As a part of our ongoing investigations in ths field we have synthesized the title compound and determined its crystal structure. The crystal structure of the title compound which contains two independent molecules is shown in Fig.1 The Sb atom in both molecules assumes a distorted trigonal bipyramidal coordination geometry, provided by two carboxylate groups at the axial positions and three phenyl groups at the equatorial positions. The Sb-O bond distances (Sb1-O1 = 2.091 (4) Å; Sb1-O3 = 2.114 (4) Å; Sb2-O5 = 2.098 (5) Å; Sb2-O7 = 2.114 (5) Å) are comparable to those found in organoantimony arylhydroxmates (Wang et al. 2005). The Sb-C bond distances (Sb1-C15 = 2.121 (6) Å; Sb1-C21 = 2.115 (5) Å; Sb1-C27 = 2.115 (6) Å; Sb2-C47 = 2.101 (7) Å; Sb2-C53 = 2.074 (8) Å;
The structure of the title compound, [Sb(C 6 H 5 ) 3 (C 7 H 6 NO 2 ) 2 ], contains two independent molecules of similar configuration. The Sb atoms exhibit a distorted trigonal-bipyramidal geometry with the O atoms of two carboxylate groups in the axial positions and the C atoms of the phenyl groups in the equatorial positions. In the crystal structure, molecules are connected by intermolecular N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen-bonding interactions forming a chain structure along [100] .
Related literature
For related structures, see: Wang et al. (2005) .
Experimental
Crystal data [Sb(C 6 Mo K radiation = 1.00 mm À1 T = 298 (2) K 0.45 Â 0.32 Â 0.30 mm
Data collection
Siemens SMART CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.662, T max = 0.754 14481 measured reflections 9132 independent reflections 7713 reflections with I > 2(I) R int = 0.024 Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.099 S = 1.00 9132 reflections 703 parameters 1 restraint H-atom parameters constrained Á max = 0.62 e Å À3 Á min = À0.63 e Å À3 Absolute structure: Flack (1983) , 3905 Friedel pairs Flack parameter: À0.01 (2) Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; y À 1 2 ; Àz þ 1; (ii) x; y; z À 1; (iii) Àx þ 1; y þ 1 2 ; Àz þ 2; (iv) Àx þ 2; y À 1 2 ; Àz þ 2.
Data collection: SMART (Siemens, 1996) ; cell refinement: SAINT (Siemens, 1996); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
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